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SEQUENCE LISTING 



<110> Kunert, Renate 
Weik, Robert 

Stiegler, Gabriela 
Katinger, Hermann 

<120> Anti-idiotypic antibody inducing HIV-1 neutralizing antibodies 

<130> 3224-153 

<140> 10501726 
<141> 2007-09-27 



<15 0> PCT/EP03/0 04 55 

<151> 2003-01-17 

<150> EP 02001250.6 

<151> 2002-01-17 

<160> 15 

<170> Patentin version 3.1 

<210> 1 

<211> 6 

<212> PRT 

<213> Human immunodeficiency virus type 1 
<220> 

<221> DOMAIN 

<222> (1) . . (6) 

<223> highly conserved sequence located on gp41 of HIV-1 



<400> 1 

Glu Leu Asp Lys Trp Ala 
1 5 



<210> 2 

<211> 6 

<212> PRT 

<213> Human immunodeficiency virus type 1 
<220> 

<221> DOMAIN 

<222> (1) . . (6) 

<223> highly conserved sequence located on gp41 of HIV-1 



<400> 2 

Glu Leu Asp Asn Trp Ala 
1 5 



<210> 3 

<211> 6 

<212> PRT 

<213> Human immunodeficiency virus type 1 

<220> 

<221> DOiy[AIN 

<222> (1) . . (6) 

<223> highly conserved sequence located on gp41 of HIV-1 



<400> 3 

Glu Leu Asn Lys Trp Ala 
1 5 



<210> 4 

<211> 7 

<212> PRT 

<213> Human immunodeficiency virus type 1 

<220> 

<221> DOMAIN 

<222> (1> . . (7) 

<223> highly conserved sequence located on gp41 of HIV-1 



<400> 4 

Leu Glu Leu Asp Lys Trp Ala 
1 5 



<210> 5 

<211> 7 

<212> PRT 

<213> Human immunodeficiency virus type 1 

<220> 

<221> DOMAIN 

<222> (1) . . (7) 

<223> highly conserved sequence located on gp41 of HIV-1 



<400> 5 

Leu Glu Leu Asp Asn Trp Ala 
1 5 



<210> 6 

<211> 7 

<212> PRT 

<213> Human immunodeficiency virus type 1 



<220> 

<221> DOMAIN 

<222> (1) . . (7) 

<223> highly conserved sequence located on gp41 of HIV-1 



<400> 6 

Leu Glu Leu Asn Lys Trp Ala 
1 5 



<210> 7 

<211> 7 

<212> PRT 

<213> Human immunodeficiency virus type 1 



<220> 

<221> DOMAIN 

<222> (1) . . (7) 

<223> highly conserved sequence located on gp41 of HIV-1 



<400> 7 

Glu Leu Asp Lys Trp Ala Ser 
1 5 



<210> 8 

<211> 7 

<212> PRT 

<213> Human immunodeficiency virus type 1 



<220> 

<221> DOMAIN 

<222> (1) . . (7) 

<223> highly conserved sequence located on gp41 of HIV-1 



<400> 8 

Glu Leu Asp Asn Trp Ala Ser 
1 5 



<210> 9 

<211> 7 

<212> PRT 

<213> Human immunodeficiency virus type 1 



<220> 

<221> DOMAIN 

<222> (1) . . (7) 

<223> highly conserved sequence located on gp41 of HIV-1 



<400> 9 



Glu Leu Asn Lys Trp Ala Ser 
1 5 



<210> 10 

<211> 8 

<212> PRT 

<213> Human immunodeficiency virus type 1 

<220> 

<221> DOMAIN 

<222> (1) . . (8) 

<223> highly conserved sequence located on gp41 of HIV-1 



<400> 10 

Leu Glu Leu Asp Lys Trp Ala Ser 
1 5 



<210> 11 

<211> 8 

<212> PRT 

<213> Human immunodeficiency virus type 1 

<220> 

<221> DOMAIN 

<222> (1) . . (8) 

<223> highly conserved sequence located on gp41 of HIV-1 



<400> 11 

Leu Glu Leu Asp Asn Trp Ala Ser 
1 5 



<210> 12 

<211> 8 

<212> PRT 

<213> Human immunodeficiency virus type 1 

<220> 

<221> DOMAIN 

<222> (1) . . (8) 

<223> highly conserved sequence located on gp41 of HIV-1 

<400> 12 



Leu Glu Leu Asn Lys Trp Ala Ser 
1 5 



<210> 13 

<211> 12 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> homologous to HIV-1 
<220> 

<221> DOMAIN 

<222> (4) . . (12) 

<223> highly conserved sequence located on gp41 of HIV-1 



<400> 13 

Gly Gly Gly Leu Glu Leu Asp Lys Trp Ala Ser Leu 
15 10 



<210> 14 

<211> 122 

<212> PRT 

<213> Artifical sequence 
<220> 

<223> Antibody 3H6 (ECACC Acc.No. 01100279) 

<220> 

<221> CHAIN 

<222> (1) - - (122) 

<223> heavy chain variable region (vH) of ant i-idiotypic antibody 3H6 



<400> 14 

Gly Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Lys Thr Gly Ala 
15 10 15 



Ser Val Lys lie Ser Cys Lys Ala Ser Gly Tyr Ser Phe Thr Asp Tyr 
20 25 30 



Phe Met His Trp Val Lys Gin Ser His Gly Lys Ser Leu Asp Trp lie 

35 40 45 



Gly Tyr lie Asn Cys Tyr Thr Gly Ala Thr Asn Tyr Ser Gin Lys Phe 
50 55 60 



Lys Gly Lys Ala Thr Phe Thr Val Asp Thr Ser Ser Asn Thr Ala Tyr 
65 70 75 80 



Met Gin Phe Asn Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys 
85 90 95 



Ala Arg Thr Ser lie Gly Tyr Gly Ser Ser Pro Pro Phe Pro Tyr Trp 
100 105 110 



Gly Gin Gly Thr Leu Val Thr Val Ser Ala 
115 120 



<210> 15 

<211> 107 

<212> PRT 

<213> Artifical sequence 

<220> 

<223> Antibody 3H6 (ECACC Acc.No. 01100279) 
<220> 

<221> CHAIN 

<222> (1) - - (107) 

<223> light chain variable region (vL) of anti-idiot ypic antibody 3H6 



<400> 15 

Glu Thr Thr Val Thr Gin Ser Pro Ala Ser Leu Ser Met Ser lie Gly 
15 10 15 



Glu Lys Val Thr lie Arg Cys lie Thr Ser Thr Asp lie Asp Asp Asp 
20 25 30 



Met Asn Trp Tyr Gin Gin Lys Pro Gly Glu Pro Pro Arg Leu Leu lie 
35 40 45 



Ser Asp Gly Asn Thr Leu Arg Pro Gly Val Pro Ser Arg Phe Ser Ser 
50 55 60 



Ser Gly Tyr Gly Thr Asp Phe Val Phe Thr lie Glu Asn Met Leu Ser 
65 70 75 80 



Glu Asp Val Ala Asp Tyr Tyr Cys Leu Gin Ser Asp Asn Leu Pro Tyr 
85 90 95 



Thr Phe Gly Gly Gly Thr Asn Leu Glu lie Lys 
100 105 



